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Introduction

Overview:

Molluscum contagiosum is a self-limited infectious dermatosis, mostly
prevalent in the pediatric population, sexually active adults and individuals
with immunocompromization. Clinically is characterized by umbilicated pink
or skin-colored. Molluscum contagiosum is caused by Molluscum
Contagiosum virus (MCV), a double strand DNA virus that belongs to the
Poxviridae family (Leung et al., 2017). It was first described by Bateman in
1817, and Paterson demonstrated its contagious nature in 1841
(Bateman, 1953).

Molluscum contagiosum virus has four different genotypes; MCV 1,
MCV2, MCV 3 and MCV 4. Molluscum contagiosum virus genotype 1 is the
most prevalent one account for 75-96% of all circulating genotypes
(Tréko et al., 2018). Molluscum contagiosum virus genotype 2 affects
adolescents and adults, and it was mainly sexually transmitted
(Luke et al., 2010). MCV genotype 2 accounts for around 60 % of MCV
infections among patients with human immunodeficiency virus (HIV) infection
(Aldabagh et al., 2010).

There were some striking features of MCV that make it distinctive as
compared to the well-studied members of the genus Orthopoxvirus. Firstly,
MCV allows the infection to continue with little or no inflammation. In
comparison, monkeypox (MPX) and variola (VAR) viruses cause acute
diseases with morbidity and mortality rates substantially higher than MCV.
Secondly, infection with MCV remains confined to keratinocytes while viruses
with VAR and vaccinia virus (VAC) infect several different types of cells and
tissues. Thirdly, MCV-encoded immune evasion molecules are distinct from
those encoded by members of the genus Orthopoxvirus. MCV was the sole
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poxvirus other than the VAR that was only pathogenic to humans
(Shisler, 2015).

Due to the concurrent HIV infection, the incidence of infection has
increased over the last three decades, primarily as a sexually transmitted
disease; it has been estimated that between 5% and 20 % of HIV patients have
MCV (Shwartz and Mykowski, 1992). This virus is responsible for about 1 %
of all dermatological disorder diagnosed in the USA (Garvey et al., 2002).
Epidemiologically, MC appears worldwide usually in areas with tropical and
humid environments that affect only humans (Leung et al., 2017). MCV is
transmitted directly by skin contact to produce the typical cutaneous, and rarely
mucosal lesions, it also transmitted via fomites on bath sponges and bath
towels, in  beauty parlors and  school  swimming  pools
(Choong and Roberts, 1999). In adults, MCV is often spread sexually
(James et al., 2006).

The genome of MCV has been compared with that of orf virus, a
member of the genus Parapox. Orf virus causes a skin infection in sheep, and
can also infect humans. Analysis of the orf virus sequence observed some
striking similarities to MCV, due to the fact that MCV and orf are in various
genera. Such similarities include a high genome GC-content, the presence of
three putative immune evasion orthologs and the absence of viral genes

involved in nucleotide metabolism (Delhon et al., 2004).
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Aims of study

The present study was designed and conducted in Diyala province to
achieve the following goals:

1. Molecular detection and sequencing of MCV genes by PCR from
clinically suspected cases.

2. Exploration of the prevalent local MCV variants and compare it with
global strains.

3. Distribution of molecular detection rate according to socio-demographic

and other contributing factors..
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