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Chapter one Introduction

Introduction

Respiratory virus infection is the world's leading cause of morbidity,
hospitalization and, mortality. This affected people of all ages especially
infants, the elderly, and individuals with weakened immune systems (Li et
al., 2019).

Upper respiratory tract infections (URTIs) and lower respiratory tract
infections (LRTIs) are often caused by a wide variety of viruses such as
human respiratory syncytial virus HRSV, Human parainfluenza viruses
HPIVs and Human Adenoviruses HADVs which are considered the most

significant respiratory viral infections (Bradley and Bryan, 2019).

The prevalence rate of respiratory viral infections globally is very
high viruses and reported as causes of pediatric acute tract infections ARIs
up to 95% of cases (Linden et al., 2019). In Irag, the study by Hassan et
al.,(2018) reported that the prevalence rate was 1% to 36%.

It was estimated 30 cases of million acute respiratory infections and
more than 60.000 children deaths worldwide each year. It was estimated that
HRSV in the USA was 17,358 deaths per year (Nair et al., 2010;
Hui et al., 2016).

Human Respiratory Syncytial virus is an enveloped virus with a
negative sense, single Stranded RNA, belonging to the family of
pneumoviridae and genus Orthopneumovirus. HRSV is classified into two
major antigenic subgroups A and B based on the sequence and antigenic
differences (Shi et al., 2017).
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Most children are infected at least once in the first two years of age
and it is responsible for a quarter of cases of pneumonia in the first months
of life globally, classified as the second common cause of past-neonatal
infant death after malaria. HRSV is still causing yearly outbreaks with no

safe and successful vaccine developed yet (Perk and Ozdil, 2018).

Laboratory methods ready for the detection of HRSV include virus
isolation in cell culture, detection of viral antigens by direct or indirect
immunofluorescent IF staining DFA / IFA or by enzyme-linked
immunosorbent assay ELISA and the detection of viral nucleic acid by

amplification assays (Henrickson, 2004).

Most reverse transcription-polymerase chain reaction RT - PCR and
real-time polymerase chain represent rapid and sensitive methods for
detection of HRSV (Saravolatz et al., 2010).

Aims of the study:

1. Detection of HRSV in infant and young children with
respiratory infection by Real-time PCR.

2. Study the IgM, IgG seropositivity rate for infection with this
virus using ELISA.

3. To compare the efficiency of two diagnostic methods (real-time
PCR, ELISA) in the detection of HRSV in children with a
respiratory infection.

4. Study the relationship between the virus and some
immunomodulators Interleukin 10 and Interferon-gamma in
AL-Migdadiya / Diyala.
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