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The hallmark of type 2 diabetes is an elevation in blood sugar
(glucose) levels brought on by either insufficient insulin secretion from
the pancreatic beta cells, ineffective insulin action and cell resistance,
or both. The current study investigated the role of several physiological
indicators in type 2 diabetes patients as well as healthy people.
Specifically, it looked for genetic variations in two cytochrome P450
genes, CYP17A1 and CYP2C8. Fifty patients with type 2 diabetes,
with an average age range from (52.40 +£1.34) who visited specialist
laboratories and consulting clinics in Baaqubah District/ Diyala
Governorate were included in the current study. Of these patients, 32
were male and 18 were female. Blood samples were obtained from the
patients who were impacted. diabetes mellitus from October 2022 and
February 2023. As a point of comparison, a sample of thirty healthy
individuals, ages ranging from (45.88 +1.54), were obtained (20 males
and 10 females). They served as the reference group for comparison
with the patient group. The current study included measurements of
blood sugar, cumulative sugar, blood picture, urea and creatinine
concentrations, and body fat levels. It also included tests for a few
physiological and biochemical indicators from the blood serum for
both groups. The results of the statistical analysis showed that there
were statistical differences (P<0.05) in the levels of FBS, HBAILC,
Urea, and Creatinine TG between the two study groups. High levels of
HBAILC, FBS, Urea, Creatinine, and TG were recorded in the patients
as they reached (191.00£85.59, 8.51+2.15, 42.25+£18.64, 5.31+1.11,
and (169.24+10.86, respectively), compared to healthy controls, as it
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reached (101.70 +11.96, , 0.53+£5.06, 10.94+29.75, 0.27+0.78, 21.27+
113.43) respectively. The current study did not show statistical
differences (P>0.05) between Cholesterol, HDL, and LDL between the
two study groups. Regarding the biochemical variables that recorded
lower sensitivity and specificity cholesterol, HDL, LDL, Urea,
Creatinine (52, 53, 66, 58, 68), respectively, the results of the rocker
curve indicated that the biochemical variables FBS, HBA1C, and TG
recorded the highest sensitivity (92%, 98%, and 98%) and specificity
(100%, 100%, 100%) at cut-off (117.275, 6.1, 152), respectively.
About the molecular study's findings, nucleotide sequence
analysis was carried out for the two cytochrome P450 genes CYP17A1
and CYP2C8 found on the tenth chromosome. These genes are thought
to be found in the mitochondrial DNA. The study's findings
demonstrated that both the healthy group and the group of patients with
type 2 diabetes have genetic variation at the C/A/T rs6163 variant
location in the CYP17A1 gene. The odds ratios for the three genotypes
CC, AA, and CA were found to be 0.24, 9.49, and 1.00. The CC
genotype is thought to be a protective factor against the disease, but the
AA and CA genotypes are thought to be causal factors. Three
genotypes were also detected at the variation rs6162 G/A site: GG, AA,
and GA, with odds ratio values of 0.77, 9.47, and 0.44, respectively.
The two genotypes, GG and GA, are thought to be protective against
the condition, while the AA genotype is thought to be a causal
component. Three genotypes were identified at the variation rs743572
AJIGIT site: AA, GG, and AG, with odds ratio values of 0.33, 7.67, and
1.00, respectively. The AA genotype is thought to be a protective factor
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against the disease, while the two genotypes, GG and AG, are thought
to be causal factors. Three genotypes AA, TT, and AT were found at
the variant site rs2275620 A/C/T of the CYP2C8 gene, according to the
study's findings. The values of the odds ratios were 0.33, 2.33, and
1.00, in that order. It was discovered that the two genotypes TT and AT
were responsible for the illness. Regarding the genotype, AA is thought
to be a disease-preventive factor. Three genotypes CC, TT, and CT
appears at the variant rs1934953, with odds ratio values of 1.00, 0.857,
and 1.50, respectively. The TT genotype is thought to be a protective
factor against the disease, whereas the two genotypes, CC and CT, are
thought to be causal factors. Three genotypes were seen at the
rs1934952 variant site: CC, TT, and CT. The odds ratios came to 0.84,
1.84, and 0.81, in that order. The two genotypes, CC and CT, are not
the only ones that protect against type 2 diabetes; the TT genotype is

thought to be a causal factor for the illness.
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