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The current study include the diagnosis of 50 isolates of
Pseudomonas aeruginosa out of (250) clinical specimens from
wounds, burns infection, urinary tract infection, sputum and ear swab
specimens from patients attended Baqubah Teaching Hospital,
Baladruz General Hospital, and Al-Batoul Teaching Hospital / Diyala
Governorate, during the period from September 2022 to January
2023. Identification of the isolates was carried out using
microscopical, cultural characterization and biochemical tests, and
further identification was carried out by detection of diagnostic gene
16SrRNA. The results of virulence factors tests showed that all the
isolates were producer for hemolysin, protease and biofilm.,

The antibiotics sensitivity test was performed using 7 antibiotics
including Cefepem, Ceftazidim, Azetronam, Piperacillin-tazobactam ,
Meropenem, Amikacin and Ciprofloxacin. The rates of resistance
were . respectively and 40% %52 ,%54 ,%66 ,%72 ,%80 ,%88The
minimum inhibitory concentration (MIC) for Polymyxin B ranged 2-
16 .mg/ml The results revealed that 64% of isolates were MDR while
18% were XDR. The relationship between all bacterial isolates under
study was found using a Dendogram.

Biofilm-production was assessed using three different ways: congo
red agar method results revealed that only 16 (32%) were biofilm
producer while tube method results revealed that all isolates (100%)
were biofilm producers and the quantitative microtiter plate method
results showed that 100% of isolates were positive for biofilm
production in different levels, distributed into 16 (32%) strong
biofilm producer 19 (38%) intermediate, and 15 (30%) weak. The
ability of Pseudomonas aeruginosa to form biofilms on expired

human red blood corpuscles and serum was also detected in five
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isolates, and the results showed that all isolates were 100% biofilm
producers. Red blood corpuscles had a higher rate of biofilm
formation than serum, and the results also varied between blood
groups where blood group AB was the highest in productivity on
RBCs, followed by O, B and A respectively. The results also varied
between the blood groups in the serum, as the O and AB group were
the most productive in the blood serum, followed by B and A,
respectively.

Polymerase chain reaction (PCR) was used to detect the genes
(algD, pelF, psID and fliC) which are involved in biofilm formation,
contributing to surface adhesion, microcolony formation and
spreading. The results showed 96% of the isolates had algD gene
while 100% of isolates had psID gene, also 88% of isolates had pelf
gene and 58% of isolates had fliC gene.

The genotype pattern for biofilm formation showed 58% (n = 14) of
the isolates had algD-psID-pelF-fliC pattern from different isolation
sources. The algD-psID-pelF pattern appeared in 7 isolates (29%),
and algD-psID pattern appeared in two isolates (8.3%). Meanwhile,
one isolate showed the pattern psID only. DNA sequencing of
16SrRNA gene was conducted for five isolates, and the results
revealed the presence of a number of Point mutations. These isolates
were registered on NCBI website with register numbers LC777471.1,
LC777472.1, LC777470.1, LC777473.1, and LC777474.1 for
isolates numbered 11 and 19. And 22, 37, and 42, respectively, which
indicates the presence of unique sequences in the local isolates under

study.



