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Chapter One Introduction

1. 1 Introduction

It is well [hown that patients underlying dialysis treatment, and in particular
hemodialysis (HLJ), are more susceptible ris/ ! for viral infections. This is due to
their underlying low cellular immunity, which increases their susceptibility to
infection. In addition, the process of hemodialysis need blood, that causes to
exposure to infectious materials through the extracorporeal circulation for a
prolonged period. Moreover, H[] patients may reltlire a blood transfusion,
fre[uent hospitalilations, and surgery, which increase opportunities for
nosocomial infection exposure (Bernieh, 2[15). Approximately 1[1] of
transfusion-associated hepatitis and 2711 of community-acuiired hepatitis cases
do not have a defined etiology, suggesting the existence of an additional causative
agent (Al-[lulaili, 2[1[). Patients on long-term hemodialysis are especially
susceptible to parenterally transmitted agents and therefore represent an important
population for analysis of the clinical and epidemiological implications of newly
identified agents (Forns et al., 1999). Perhaps one of the most common viral
infections are caused by hepatotropic or other hepatitis-associated viruses,
including hepatitis B virus (HBV), hepatitis C virus (HCV), and hepatitis G virus
(GBV-C) ([l darendeli et al., 2[15), and SEN Virus (Abd El-Hady et al., 2[16).

In 1995-1996, GBV-C was described as putative agents that accounted for
the unexplained non-A to non-E hepatitis. The virusis/ genome is consisting of
single-stranded RNA with positive polarity., and belongs to the flaviviruses
family. It only has one open reading frame, which encodes the viral polyprotein.
There is contrary information as to whether or not GBV-C replicates in the liver.
The clinical significance of GBV-C infection in humans it is still to be establish
and few data in patients on HJ are available ([[darendeli et al., 2[T 5[ Bernich,
2715). A high rate of GBV-C infection has been extensively reported in several
countries in the last stage of renal failure and in chronic HI'| patients, ranging from

6 to 44 percent. Analysis of the S5-untranslated region ([JTR) suggests
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that GBV-C variations may be split into five genotypes. Genotype 1 is common
in the western and central African countries| genotype 2 is widespread in Europe,
North and East Africa, Palistan and [apan[igenotype 3 occurs across Asial]
genotype 4 occurs in South East Asialjgenotype 5 in South African countries is

prevalent ([ darendeli et al., 2[T5).

SEN virus (SENV), was discovered in 1999, the name for the SENV was
derived from the initials of the first identified patient (Abbasi et al., 216 /Abd
El-Hady et al., 2[16). SENV is a small, single-stranded, non-enveloped circular
INA virus (Abd El-Hady et al., 2[16) and belongs to the Ciconiidae family
(Abbasi et al., 2016) It is probably accounting for many cases of non-A-E
hepatitis. This virus is parenterally transmitted, and therefore, appropriate
screening of blood and blood products could control its spread. In addition, this
virus appears capable of co-infecting patients who have other types of viral
disease raising the possibility that it may aggravate their clinical course andlor
their response to treatment. Phylogenetic analysis of SENV isolates had
demonstrated the existence of eight highly divergent genotypes (A-H). Genotypes
SENV-[1and SENV-H are more prevalent in patients with transfusion-associated
non A-E hepatitis (Al-[lulaili, 2[1[). The high prevalence of SENV observed
among patients with HIV, HBV, HCV infections indicate a shared route of
transmission (Abbasi et al., 2[116). The association of SENV infection with
hepatocyte damage or serum levels of aminotransferase remains uncertain. The
role of SENV infection in patients on maintenance hemodialysis is also far from
clear ([ai et al., 2[15)therefore, the present study try to determine the prevalence
of SENV (SENV-1] and SENV-H strains) and GBV-C among hemodialysis
patients and some of their clinical significance in Al-[Jindy center for dialysis [

Baghdad.
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1.2 Aims of the study:

The aims of this study as is formulated to:

1. [etermine the prevalence of SEN-V infection in hemodialysis patients by
nested PCR.

2. [letermine the prevalence of GBV-C infection in hemodialysis patients by
reverse nested PCR.

3. Evaluate any possible association between SEN-V and GBV-C with HCV and
their clinical importance in hemodialysis patients by biochemical test (ALT
and AST).

4. The association of SENV and GBV-C with [Jemographic, clinical

characteristics and some ris[ /factors.




